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DATE: 01/31/2006 
TIME: 15:59:57 



E--> 


8051 


cag 


gaa 


cgt 


ctg 


cag 


gag 


acg 


gcg 


cgt 


cgc 


gag 


teg 


gaa 


aag 


aag 


cag 




8052 


Gin 


Glu 


Atg 


Leu 


Gin 


Glu 


Thr 


Ala Arg 


Arg 


Glu 


Ser 


Glu 


Lys 


Lys 


Gin 




8053 










165 










170 










175 




E--> 


8055 


gag 


gac 


gaa 


cgc 


ata 


cgc 


atg 


gag 


aac 


ate 


ctg 


tec 


ggc 


aat 


cca 


ctg 




8056 


Glu Asp 


Glu 


Arg 


lie 


Arg 


Met 


Glu 


Asn 


He 


Leu 


Ser 


Gly 


Asn 


Pro 


Leu 




8057 








180 










185 










190 






E--> 


8059 


atg 


aac 


tat 


gag 


ccc 


ggc 


acc 


gcc 


gcc 


teg 


gca 


gcg 


gga 


cgt 


gcc 


tct 




8060 


Met 


Asn 


Tyr 


Glu 


Pro 


Gly Thr 


Ala 


Ala 


Ser 


Ala 


Ala 


Gly 


Arg 


Ala 


Ser 




8061 






195 










200 










205 








E--> 


8063 


gga 


ctg 


ggc 


ggt 


gat 


eta 


aag 


ata 


aag 


cgc 


cgc 


tgg 


gac 


gat 


gat 


gtg 




8064 


Gly Leu 


Gly 


Gly 


Asp 


Leu 


Lys 


He 


Lys 


Arg 


Arg 


Trp 


Asp 


Asp 


Asp 


Val 




8065 




210 










215 










220 










E-^> 


8067 


gtc 


ttt 


aag 


aat 


tgc 


gcc 


aga 


tct 


gcg 


ccc 


gat 


aag 


aag 


acg 


cac 


ttc 




8068 


Val 


Phe 


Lys 


Asn 


Cys 


Ala 


Arg 


Ser 


Ala 


Pro 


Asp 


Lys 


Lys 


Thr 


His 


Phe 




8069 


225 










230 










235 










240 


E--> 


8071 


gtc 


aat 


gac 


gcc 


ctg 


cgc 


tec 


gat 


ttc 


cac 


aag 


aag 


ttc 


atg 


gac 


aag 




8072 


Val 


Asn 


Asp 


Ala 


Leu 


Arg 


Ser 


Asp 


Phe 


His 


Lys 


Lys 


Phe 


Met 


Asp 


Lys 




8073 










245 










250 










255 





E--> 8075 tac att aag taa 
E--> 8076 Tyr He Lys 



50813 


<210> SEQ ID NO 


: 299 






















50814 


<211> LENGTH: 522 
























50815 


<212> TYPE: 


PRT 


























50816 


<213> ORGANISM: 


Drosophila melanogaster 














50818 


<400> SEQUENCE: 


299 
























50820 


Met 


Ser 


Asp 


Thr 


Arg 


Glu 


Gin 


He 


Leu 


Glu 


Gin 


He 


Lys 


Val 


Gin 


Gly 


50821 


1 








5 










10 










15 




50824 


Asp 


Leu 


Val 


Arg 


Gin 


Leu 


Lys 


Ala 


Ala 


Lys 


Glu 


Ser 


Lys 


Glu 


Lys 


He 


50825 








20 










25 










.30 






50828 


Asp 


Glu 


Glu 


Val 


Ala 


Arg 


Leu 


Leu 


Ala 


Leu 


Lys 


Ala 


Thr 


Leu Gly Gly 


50829 






35 










40 










45 








50832 


Asp 


Ala 


Ala 


Pro 


Thr 


Asn 


Gin 


Lys 


Phe 


Thr 


Leu 


Lys 


Thr 


Pro 


Lys 


Gly 


50833 




50 










55" 










60 










50836 


Thr 


Arg 


Asp 


Tyr 


Gly 


Pro 


Gin 


Gin 


Met 


Thr 


Leu 


Arg 


Gin 


Gly Val 


Leu 


50837 


65 










70 










75 










80 


50840 


Asp 


Lys 


He 


Val 


Gin 


Val 


Phe 


Lys 


Arg 


His 


Gly 


Gly 


Glu 


Ala. 


.He 


Asp 


50841 










85 










90 










95 




50844 


Thr 


Pro 


Val 


Phe 


Glu 


Leu 


Lys 


Glu 


Val 


Leu 


Thr 


Gly 


Lys 


Tyr 


Gly Glu 


50845 








100 










105 










110 






50848 


Asp 


Ser 


Lys 


Leu 


He 


Tyr 


Asp 


Leu 


Lys 


Asp 


Gin 


Gly 


Gly 


Glu 


He 


Leu 


50849 






115 










120 










125 








50852 


Ser 


Met 


Arg 


Tyr 


Asp 


Leu 


Thr 


Val 


Pro 


Leu 


Ala 


Arg 


Tyr 


Leu 


Ala 


Met 


50853 




130 










135 










140 










50856 


Asn 


Lys 


He 


Ser 


Ser 


He 


Lys 


Arg 


Tyr 


His 


He 


Ala 


Lys 


Val 


Tyr 


Arg 


50857 


145 










150 










155 










160 


50860 


Arg 


Asp 


Asn 


Pro 


Ala 


Met 


Thr 


Lys 


Gly 


Arg 


Tyr 


Arg 


Glu 


Phe 


Tyr 


Gin 


50861 










165 










170 










1-75 




50864 


Cys 


Asp 


Phe' 


Asp 


He 


Ala 


Gly Thr 


Tyr 


Asp 


Pro 


Met 


Leu 


Pro 


Asp 


Ala 


50865 








180 










185 










190 
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50868 


GlU 


Cys 


Val 


Lys 


lie 


val 


Ser 


GlU 


He 


Leu Asp 


Thr 


Leu 


Asp 


He Gly 


50869 






195 










200 










205 








50872 


Asp 


Tyr 


Val 


He 


Lys 


Leu 


Asn 


His 


Arg 


Gin 


Leu 


Leu Asp 


Gly Met 


Phe 


50873 




210 










215 










220 










50876 


Gin 


Ala 


Cys 


Gly 


Val 


Pro 


Ala 


Asp 


Ser 


Phe 


Arg 


Thr 


He 


Cys 


Ser 


Ala 


50877 


225 










230 










235 










240 


50880 


Val 


Asp 


Lys 


Leu 


Asp 


Lys 


Ser 


Pro 


Trp 


Ala 


Asp 


Val 


Arg 


Lys 


Glu 


Met 


50881 










245 










250 










255 




50884 


Val 


Asp 


Glu 


Lys 


Gly 


. Leu 


Asp 


Glu 


Ala 


Ala Ala Asp Arg 


He 


Gly Glu 


50885 








260 










265 










270 






50888 


Tyr 


Val 


Arg 


Leu 


Ser 


Gly 


Gly 


Ala 


Glu 


Leu 


Val 


Glu 


Gin 


Leu 


Leu 


Ala 


50889 






275 










280 










285 








50892 


Asn 


Glu 


Lys 


Leu 


Lys 


Ala 


Val 


Pro 


Asn 


Ala 


Val 


Lys 


Gly 


Leu 


Glu 


Gly 


50893 




290 










295 










300 










50896 


Met 


Lys 


Gin 


Leu 


Leu 


Lys 


Tyr 


Cys 


Ser 


He 


Phe 


Gly Leu 


Asp 


Lys 


Arg 


50897 


305 










310 










315 










320 


50900 


Val 


Ser 


Phe 


Asp 


Leu 


Ser 


Leu 


Ala 


Arg 


Gly Leu Asp Tyr 


Tyr 


Thr Gly 


50901 










325 










33 0 










335 




50904 


Val 


He 


Tyr 


Glu 


Gly. 


Val 


Leu 


Lys 


Gly 


Glu 


Ser 


Ala 


Thr 


Val 


Ala 


Ser 


50905 








340 










345 










350 






50908 


Pro 


Ala 


Lys 


Thr 


Ser 


Gin 


Gin 


Asn 


Gly 


Glu 


Gin 


Ala 


Asn 


Glu 


Pro 


Ala 


50909 






355 










360 










365 








50912 


Thr 


Val 


Gly 


Ser 


Val 


Ala 


Gly 


Gly 


Gly 


Arg 


Tyr 


Asp Asn 


Leu 


Val 


Gly 


50913 




370 










375 










380 










50916 


Met 


Phe 


Asp 


Pro 


Arg 


Gly 


Lys 


Ala 


Val 


Pro 


Cys 


Val 


Gly 


Val 


Ser 


He 


50917 


385 










390 










395 










400 


50920 


Gly Val 


Glu 


Arg 


He 


Phe 


Ser 


Val 


Leu 


Glu 


Ala 


Arg 


Ala 


Ala 


Ala 


Ser 


50921 










405 










410 










415 




50924 


Gly 


Leu 


Lys 


Leu 


Arg 


Thr 


Ser 


Asp 


Val 


Glu 


Val 


Tyr 


Val 


Ala 


Ser 


Ala 


50925 








420 










425 










430 






50928 


His 


Lys 


Gly 


Leu 


His 


Glu 


Gin 


Arg 


Leu 


Lys 


Val 


Leu 


Asn 


Leu 


Leu 


Trp 


50929 






435 










440 










445 








50932 


Asp 


Ala 


Gly 


Val 


Lys 


Ala 


Glu 


Hi-s 


Ser 


Tyr 


Lys 


Leu 


Asn 


Pro 


Lys 


Leu 


50933 




450 










455 










460 










50936 


Leu 


Val 


Gin 


Leu 


Gin 


His 


Cys 


Glu 


Glu 


His 


Gin 


He 


Pro 


Leu 


Val 


Val 


50937 


465 










470 










475 










480 


50940 


Val 


Leu 


Gly 


Asp 


Ala 


Glu 


Leu 


Ala 


Gin 


Gly 


Leu- 


-Val 


Lys 


Leu 


Arg 


Glu 


50941 










485 










490 










495 




50944 


Val 


Thr 


Thr 


Arg 


Glu 


Glu 


Thr 


Asn 


Val 


Lys 


Leu 


Glu Asp 


Leu 


A3,a 


Ala 


50945 








500 










505 










510 








\ 
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VERIFICATION SUMMARY DATE: 01/31/2006 

PATENT APPLICATION: US/10/527,571 TIME: 16:00:01 

Input Set : N:\SMITH\PTO.TS.txt 

Output Set: N:\CRF4\01312006\J527571.raw 

L:14 M:270 C: Current Application Number differs, Replaced Current Application Number 1 

L:15 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:191 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 12 

L:6917 M:280 W: Numeric Identifier already exists, Length not replaced. 

L:7023 M:341 W: (4j6) "n" or "Xaa" used, for SEQ ID#:56 after pos.:1248- 

L:7195 M:341 W: fy> ) "n" or "Xaa" used, for SEQ ID#:57 after pos.:400 

L:7996 M:332 E-/y02) Invalid/Missing Amino Acid Numbering, SEQ ID: 61 

1^:8043 M:254 b/nq'. of Bases conflict, LENGTH : Input : 432 Counted:426 SEQ:62 

M:254 Repeated yl SeqNo=62 

L:8076 M:252 e/no . of Seq . differs, <211> LENGTH : Input : 780 Found:774 SEQ:62 
L:27070 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:180 after pos.:1680 
M:341 Repeated in SeqNo=180 

L:27247 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:181 after pos.:544 
M:341 Repeated in SeqNo=181 

L:33756 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:204 after pos.:2976 
M:341 Repeated in J^eqNo=204 

L:34026 M:341 W:^K46) "n n or "Xaa" used, for SEQ ID#:205 after pos.:992 

L: 50948 M:333 Ij^Wong sequence grouping, Amino acids not in groups! 

L:50948 M:330 KWUl Invalid Amino Acid Designator, NUMBER OF INVALID KEYS : 1 

L:50949 M:332 E/z (32) Invalid/Missing Amino Acid Numbering, SEQ ID:299 

L:50963 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 300 , Line# : 50960 
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